
SLE Main cohort
NSLE = 4 036

Ncontrol = 6 959

SLEGEN
NSLE = 533 

Ncontrol = 2 543

GENENTECH
NSLE = 1 165

Ncontrol = 2 107

European Cohorts Chinese Cohorts

Combined
NSLE = 1 659

Ncontrol = 3 398

Training and Testing Within population (6 pairs)
1) Train in SLE main cohort à Test in SLEGEN

2) Train in SLEGEN à Test in GENENTECH

3) Train in GENENTECH à Test in SLE main cohort

SLE GWAS Data: ‘GRS for SLE’

Training and Testing Across populations (2 pairs)
1) Train in SLE main cohort à Test in Chinese Cohort

2) Train in Chinese cohort à Test in SLE main cohort

SLE Main cohort
NRenal+ = 1 152
NRenal- = 1 949

SLEGEN
NRenal+ = 146
NRenal- = 378

European Cohorts

Genetic risk score analyses (predicting renal)
1) SNPs and effects selected from published SLE GWAS à Test in ‘Main’ and ‘SLEGEN’

2) Train in SLE main cohort Renal GWAS à Test in SLEGEN

3) Train in SLEGEN Renal GWAS à Test in SLE main cohort

Renal GWAS Data: ‘New GWAS and GRS for Renal’

Genome-wide association
1) Renal GWAS in SLE main cohort

2) Renal GWAS in SLEGEN

3) Meta-analysis of main and SLEGEN cohort 


